[image: ][image: ]SAMPLE REQUEST FORM “Prometheus NT.48”
Institute: 
Date: 

This sample request form has to be filled out by scientists that want to participate in the demo. The number of measurements per demo is limited, to reserve a place please send back the completed sample request form 1 week prior to the demo. Please register yourself and your samples by sending back the completed form. For any further question, please contact: 
myriam.badr@nanotemper-technologies.com, phone: +1-617-858-9555.
[bookmark: _GoBack]
nanoDSF unfolding assays using the Prometheus NT.48 instrument can be set up in different ways: 
· Thermal denaturation curve of your protein in a buffer of choice (Tm): different proteins and protein variants can be analyzed in parallel
· Thermal denaturation curves of your protein in different solution conditions (Tm): different buffers, additives, detergents, etc. can be analyzed in parallel
· Chemical denaturation curve (Cm): the effect of a denaturant of choice can be measured within 7 seconds
The following material is needed:
· 10 µl, 1 mg/ml of the protein containing at least one tryptophan (in any buffer) per unfolding curve
Please note: the protein concentration may be adjusted to 0.01 – 300 mg/ml depending on your assay and protein properties
· 10 ml of your buffer (Please provide buffer recipe) 
· if applies: different additives, detergents, buffer conditions…

The following information is needed:
· Information about PI / groups providing the samples
· Information and e-mail contact of the experimenter
· Information about the type of protein (membrane protein, antibody, multi-domain protein, etc.), concentration and molecular weight.
· Information about the method that has been used to characterize your type of interaction previously (DSF, CD, DSC, Light scattering, etc.)
· Please let us know the evaluation criteria (i.e. why nanoDSF is interesting for you to test this sample) and the priority


	Experiment No
	Principle Investigator or Group Name
	Name and e-mail 
of experimenter
	Tm/Cm characterized? If yes:  which method
	Expected Tm/Cm
	Sample type
Concentration, volume, MW,
Number of tryptophans
Buffer conditions
	Evaluation Criteria

	Example
0-Protein
	Prof. XY
	Dr. Scien Tist
Tist@university.edu
	CD
	63°C
	Antibody (IgG)
200 mg/ml, 200 µl, 150 kDa, 7 Trps
20 mM TrisHCl pH 7.5, 150 mM NaCl
	e.g.
1) to identify multiple unfolding transitions
2) formulation screen with high protein concentrations
3) to establish a detergent screen
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