CMI Technologies to Characterize Molecular Properties
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Ko (high affinity) analysis analysis
protein sample
sample 30 KDa to 5 Mda Depends on SEC 1 1000 * non-ﬁ)roteln p:otem sample |o+rote|n sample
limits (AMW > 30%) capacity nm to nm analyte . *non-protein + non-pro.teln
~5KDa to 5MDa non-hydrophobic analyte analyte (typically)
protein and solvent
10-20 nM (X10)
sample | 1x10"2pp/ml (AAV) >0-200 pg > 0.1 mg/ml ~ 2-10 pg/well ~1 mg/ml > 0.1 mg/m|
amounts 2-20 pl per (varies by MW) 25-100 pl per well 20 pl per well 20 pl per capillary 300 pl per
5-100 pl per run measurement
measurement
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CMI Technologies to Measure Molecular Interactions
. Surface Plasmon Isothermal MicroScale
Biolayer Interferometry N i .
technology (BLI) Resonance Titration Calorimetry | Thermophoresis
(SPR) (ITC) (MST)
instrument ForteBio ForteBio Cytiva Microcal NanoTemper
Octet RED384 BLltz Biacore T200 ITC200 Monolith NT.115pic0
. Change of interference pattern of white Change of refractive Enthalpy of . Thermophore5|§
signal : : : o induced change in
light due to size of bound molecule index due to mass binding
fluorescence
measures ka, kd, Kp ka, kd, Kp AH, AS, n, Kp Kp, EC50
KD range <nM- mM <nM- mM nM-uM pM-mM
sample analyte load and analyte analyte Sample and analyte Target must be
limits >200 Da >10,000 Da >150 Da solvent must match fluorescent
Load: 1-50 pg/ml, . .
Load: 1-50 pg/ml Load: 1-50 pg/ml ~200 pl per cell: 10x Ko, >5uM, | Target: 0.5-50 nM,
' . . Ll 300 pl 200 pl
sample Analyte: 0.1-10 Kp | Analyte: 0.1-10 Kp immobilization svrinae: ~100 K Ligand: ~100x K
amounts 80-200 pl each ~5 x4 pl each Analyte: 0.1-10 Kp, y 91 40 | b, 9 éO | b,
per measurement | per measurement ~300 ul H H
per experiment per experiment
per measurement
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